
regulation of protein modification by small protein conjugation or removal

nucleocytoplasmic transport

nuclear transport

cotranslational protein targeting to membrane

ncRNA processing

rRNA processing

cytoplasmic translation

proteasomal protein catabolic process

regulation of mRNA processing

nuclear−transcribed mRNA catabolic process, nonsense−mediated decay

proteasome−mediated ubiquitin−dependent protein catabolic process

peptidyl−lysine modification

regulation of RNA splicing

protein targeting

ncRNA metabolic process

ribonucleoprotein complex assembly

viral transcription

nuclear−transcribed mRNA catabolic process

ribonucleoprotein complex subunit organization

viral gene expression

ribosome biogenesis

histone modification

regulation of mRNA metabolic process

translational initiation

covalent chromatin modification

RNA catabolic process

mRNA catabolic process

mRNA splicing, via spliceosome

RNA splicing, via transesterification reactions with bulged adenosine as nucleophile

RNA splicing, via transesterification reactions

ribonucleoprotein complex biogenesis

RNA splicing

20 30 40
−1 * log10(p.adjust)

15

20

25

30

35

−1 * log10(p.adjust)

Count

100

150

200

NFATC3_GO


