NKRF GO

RNA splicing- O
RNA splicing, via transesterification reactions with bulged adenosine as nucleophile- O
MRNA splicing, via spliceosome- ®
RNA splicing, via transesterification reactions- )
ribonucleoprotein complex biogenesis O
regulation of binding- O
response to endoplasmic reticulum stress# O
Intrinsic apoptotic signaling pathway @,
MRNA 3'-end processing O
protein folding- @
regulation of MRNA metabolic process; O
proteasomal protein catabolic process; O Count
cellular response to topologically incorrect protein; ® ; 22
covalent chromatin modification O ® /0
Golgi vesicle transport; O ®
@
proteasome—mediated ubiquitin—dependent protein catabolic process; . ®
mitotic nuclear division- O _1 * log10(p.adjust
histone modification O
response to topologically incorrect protein- @ ’
positive regulation of binding ® ’
chromosome segregation » !
ribonucleoprotein complex subunit organization ®
negative regulation of bindings o
ribonucleoprotein complex assembly:- ®
mitotic sister chromatid segregation ®
RNA 3'-end processing ©
organelle fission- O
cell cycle G2/M phase transition @
positive regulation of MRNA metabolic process; .
ncRNA metabolic process; O
regulation of autophagy- O
regulation of intrinsic apoptotic signaling pathway ®
3 4 5 6 7

—1 * log10(p.adjust)



